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tax-CREB/TRE supershift 



shifted CREB/TRE complexes 

homo and hetero dinners of full 
length and tmncated CREB 



unbound THE 



CREB: 50ng/rxn 
tax: approx. 400nM/rxn 
scFv4: approx. .3ug/rxn 
32P-TRE: 20femtoM/rxn 



